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Table. Characteristics of 28 Candida aunrs outbreak case-
patients in BICU, lllinois, USA, 2021-2023*

Charactenstic Value
Sex
F 13 (46)
M 15 (54)
Average age, y (range) 49 (16-81)

Admission diagnosis

Burn 18 (64)
Soft tissue infection not including burns 9(32)
COVID-191 1(4)
C. auris culture source
Axillary/inguinal screening culturet 24 (86)
Clinical culture§ 14 (50)
Blood 8(29)
Respiratory 6(21)
Wound 8 (29)
Urine 3(11)
Co-infection with multidrug-resistant 13 (46)
organismf

Mean length of stay from admission to first 26 (7-83)

positive C. auris culture, d (range)

Recent hospitalization <1 month before 8 (29)
hospitalization

Medical devices used <1 week before positive C. aunis culture

Central venous catheter 24 (86)
Ventilator 18 (64)
Urinary catheter 24 (86)

Ancillary medical services received <1 week before first positive
C. auris culture

Occupational therapy 23 (82)

Physical therapy 18 (64)

Speech therapy 5(18)
Mean length of stay in BICU, d (range) 67 (6—442)
C. auris outcome

Colonization 14 (50)

Infection 13 (46)
Discharge disposition

Skilled nursing facility, acute rehab or other 17 (61)
hospital

Home 5(18)

Deceased 6 (21)

11BN, HA283BERE SIREEEDIRE,

42 BEENRREI CFERF|ME SRR R,

BEPIIF 495 (GBE16-81%) .
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ResFinder

450 v

ResFinder identifies acquired genes and/or finds chromosomal mutations mediating antimicrobial resistance in total or partial DNA sequence of bacteria.

ResFinder software: (2024-03-22)
ResFinder database: (2024-03-22)
PointFinder database: (2024-03-08)

Raw DNA Sequences
Summary of:
What it is

How we can fight
What is new/unusual Outbreak
A o

w

a

7] ¢ g

= Google maps like view DisinFinder database: (2023-05-31)

z What is known b iy

w Reports

]

(3]

Recommendations Death tolls " . ) N— " . ;

Rough assembly Chromosomal point mutations: Acquired antimicrobial resistance genes: Species and input data type:
aldconpressioy Threshold for %ID Threshold for %ID Select species

90% v 90% v Other v
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