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995 13 B & 43 T LR I R R AR St 20 . K AR BEAT 43 2 AR D el BORE AR 4 Dy 13 T R AT R O AR TR AR
K WHONET 5.6 & SPSS 22. 0 {447 888 2001, 85 R JLltsE SA 2 452 #k, Hh AhBRER G 932 6], WP I &
YL 504 ), I ARG 172 ), HA SRR YL 844 ), SA BRI B LT MOl F2(68.23%) . AR MG AR iy SA K
et 1 e B Sy A A L AR 2 R BT 2 L (3 P<C0.001), AMBRER YL | R IR 8 /K L | i 37 e e 32 B
<60 H BE R, HMRHERG B B [ >2 JE A A R L 39,2100, PRIRTER Y SA BRE R R R
76.39% o AN [] R Y 2E T ER 04 1 A0 B0 PR A A L v PR 0 R B it N AR R G A ) KT AR
SWAE G E L P<0.05), NFEUERPFBBEN C RNEA FEHER. A E-6.D- 2 RIK F 4
YR AR = KT AR 2 A G2 L (3 P<C0.05), AR MRSA WHHED R K AEZ AR
VR BTGV BT 2R A 2 R A ST R L (3 P<<0.05) ., clfa.clfb.scn.coa nuc hla hid 3 H 75 A [H]
JER Y S T By LA B 5 3R (=94 90) , LukED 8 ANRHE S BT (5 SRR T A 3 R UL A, 22 R ST
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Clinical characteristics and distribution of virulence genes of Staphyloco-

ccus aureus infection

LI Jing, HU Tong-ping » ZHANG Wen-lan, LI Ya-qian, LI Hong- fu(Department of Laborato-
ry Medicine, The First Af filiated Hospital of Baotou Medical College, Baotou 014010, China)

[Abstract] Objective To study the clinical characteristics and virulence gene distribution of Staphylococcus aureus
(SA) of different infection types. Methods SA isolated from 11 member hospitals in Baotou which participates the
national bacterial resistance monitoring network from January 2018 to December 2020 were collected. Medical re-
cords of patients with included strains were analyzed retrospectively, clinical characteristics of infection and antimi-
crobial resistance were analyzed. The strains were conducted stratified sampling, samples were taken as the tested
strains for virulence gene detection. WHONET 5. 6 and SPSS 22. 0 software were used for data analysis. Results

A total of 2 452 SA strains were collected. There were 932 cases of surgical infection. 504 cases of respiratory tract
infection, 172 cases of blood stream infection and 844 cases of other types of infection. Patients with SA infection
were mainly females (68.23%). There were significant differences in the distribution of infection types among SA
infected patients of different gender and age (all P<C0.001). Surgical infection, respiratory tract infection and blood
stream infection mainly occurred in patients < 60 years old. Patients with surgical infection had a higher proportion

of hospitalization time >>2 weeks, accounting for 39.21%. The mortality of patients with SA respiratory tract in-

[efs BHI] 2021 -12-01

[HETH] AFENARXARBFE42016MS(LH) 0824 5413k 17 55 25 DA BRI H (wsjj2013080) ;4 3k B& 2 g B} 24 5F 58 3 4
WH — %Wt R (BYJJ-YF-201691)

[MEERIANT #1996 =) 2 OUIKED IR b BN K 30 U, 32 B2 DA S5 241 1 it 245 BF 5

LEfEEE] AREE E-mail : hutongping1976(@126. com



= R Y i 24 A 2022 4E 3 A48 21 #5455 3 ] Chin J Infect Control Vol 21 No 3 Mar 2022 e 225

fection was 76. 39%. The levels of white blood cell count, neutrophil count, percentage of neutrophils, platelet

count, and prothrombin time in patients with different types of infection were all significantly different (all P<C

0.05). There were significant differences in the levels of C-reactive protein, procalcitonin, interleukin-6, D-dimer,

and fibrinogen degradation products of patients with different infection types (all P<C0. 05). Antimicrobial resis-

tance rates of MRSA causing different types of infection to ciprofloxacin, gentamicin. levofloxacin and moxifloxacin

were significant (all P<Z0.05). Carrying rate of ¢/ fa, clfb, scn, coa, nuc, hla, hid were all high in different types

of infection (>>94), proportion of LukED in surgical infection was higher than that of the other three types of infec-

tion, difference was significant (P<C0. 05). Conclusion Clinically isolated SA carries more virulence genes and has

high toxicity, and there are differences in antimicrobial resistance among different types of SA infection.

[Key words] Staphylococcus aureus ; virulence gene; infection type; clinical characteristic

4 T 0 8 24 BR B (Staphylococcus aureus , SA)
VE Ry — B A 2R P AN 1 AT A7 72 T A ) 20 2128 B e i
S AR AR 2R R TR A 45 B A K A A i
B AR AT . SA T2 09 B0 PR 70 25 W Y it
2y PE Sy oy BT 1R AR BT B B ) AR R g
Y] LSRR 73 1 22 b 55 200 M 2 T AH 5C 19 5 0 5
MR HE SA 55 g 3 A i A1 BT R 43 G BE L X A
AR BG . S E FRIE RGNS . THSA
Z/AA 25 PR B EER V15 R R B 2 Sy L 20
ot £ 928 106 k3 - AN AR LA 3 . IRl SA
R ST S o PR 1 o AS [ F it 245 A A g ) A5 X ke S 1
FAIR] I DR Y AR B NS Ry . % T SAL L HE
M HE 42 P PR 4 39 06 4] 2 BR B (methicillin-resistant
Staphylococcus aureus , MRSA) X} & P it i 25 ¥ /)
T 245 14 o 20 i PRI 7 2 e B R TR X & A1 ab » DA AT 7K
V- BRI SAC O L T E B IR ST R
KEZ., BRI R0 B SA Wl FRAFAE | 75 J7 2 A
A B0 B TR 251 B4R IR .

1 #MBEFE

1.1 BB IsE 2018 4E 1 H 2020 4E 12 A
A3 T 2 T ) 40 T T 24 0 0 11 BT R R R B i
IROP B SALHRA T EORIR T F R BB 1112 M
BE fE 2 1 i PR SR A bR AR I A s AR 35 5K IR T AN [ A
B o W B A A AR i R R B R AT 0 R AR L AR
b EBORE AR A D 10 T R A 3 0 B DA . A R
PR B A A BRI ATCC 25923, 11 T T/ Hf il IR
A RIS

1.2 R R R [RIBME 3 Ar 0 A BR PR R TR 1Y
T 1 GRS WSO i PR BB 4 45 AR S Pk S L 3 A
I A BE I 11 L 55 AU A G B

1.3 oen WG USROS [RDR B 20
A A B RIA . A Zh B (B st

1.4 MREXA  XN10(B4 4 [ 3h e =i %
W 4> BT AL . ACLTOP700 4 [ 8l 1fil #E 1% . PA-990
FiE B AL . Cobas e411 % K H1 k2% & B AL . PCR
PHEA (52 [H Bio-Rad) | % I A5 A8 B %E i HaL 9k 1Y
(Z£[H Bio-Rad) . VITEK 2 Compact fik 4= ¥ 43 #r 4%
(i [ Mg BL%) s MH B5IR RN 25 5 260 B £F 2 2 1l MH B¢
Ji & [E OXOID 23 /] 77 it 50 B 25 90 40 R FR s s
Jie E 0 2% s B AR Wy LR N ) 7 i R R AT
AR E A FN 22 B A ) AR e A BRA )
7 R $E B R & . PCR 57 \DNA marker L)
K PCR 5| ¥1¥2k A A6 5t #0828 /)77 i

1.5 7%

1.5.1 REMXFEAAARN R XN-10(B4) 4
Bl B 2 I8 A 53 B AR T 1 248 2 (WBO) |
C Jz b B 11 (CRP) | A 40 3150 (ND v 7 41
I E 43 e (N YO | It NG5 (PLT) s ACLTOP700
4> B 3l Il BE AR £F 2 2 1 (FIB) \D-— R AR (D-
D) (25 4k 3 [ R % % 7 W (FDP) | §E I & J5 B [A]
(PT); PA-990 ¢ % 2 F1 A DU 1 ¥ ¥ ¥ #F 25 B
(SAA) ;Cobas e411 B [ H Ak 27 & 6 ASUR: I 45 2%
J5 (PCT) 1 4 i/ -6 (TIL-6) ,

1.5.2 @HEEEHERE S REEIGRMEL
B %8 FRUE P23 (CLSD 2019 4F R S04 #E 75 i 5 12
HEATHIWT R A KB BG4 A sh 25 0% . R
BEA Y E R VITEK 2 Compact 83 [E BD 2
w4 2l 4 TR S E RN 2 B R B A I R AT AN
PR 25 5 RN 25 A5G

1.5.3 DNA B H5 WO I 4 B €0 7 % 3K A 22
B M P 37 C b B KG 7  PRICEE 5 2 24 A i v o
R BT S » 4 FRUE D] 2 4 BB R) 1 T 4R B 4 B 1
AR E LN, - 20 CIRAFH

1.5.4 FA4XEEHRN  RH PCR LM )5
Y 2R 00 SO AR P o FAE 1 94 C 5 min, 48
P 94°C 60 s,iB & 55C 60 s, ZEfft 72°C 60 s,k 25
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AEIS B J5 FEAH 72°C 10 min,  [R]IF5 B H AR X BE
AU X 1 BH RS B N A ) H AR & R DNA
J B BT X B 281K . PCR 7 4 3E47 B i 4 &E
I R K+ R S B AR A WL R R A7 9 1 45 2R . PCR
IV SR LA 1

1.5.5 %it%¥ 7% WA WHONET 5.6 & SPSS
22,0 GEit B X R HEAT o . SR D o7 R El o
Iy BIEVEAT HOAS s A & IE S 40 A1 0 T 2 9 kL DA 8 4
bR 25 Fon . AR IE A T 5EOR DL 7 SR R
P<0.05 RRERAHITFE L.

%1 PCR 5I¥FEII Y38 R B/

Table 1 PCR primer sequences and size of amplified fragments
1 9H BB (357 TSt
sen P1.ATACTTGCGGGAACTTTAGCAA P2. TTTTAGTGCTTCGTCAATTTCG 320
chp P1: TTTTTAACGGCAGGAATCAGTA P2. TGCATATTCATTAGTTTTTCCAGG 404
sak P1: TGAGGTAAGTGCATCAAGTTCA P2.CCTTTGTAATTAAGTTGAATCCAGG 403
coa P1.CCGCTTCAACTTCAGCCTAC P2. TTAGGTGCTACAGGGGCAAT 204
nuc P1:AGTTCAGCAAATGCATCACA P2. TAGCCAAGCCTTGACGAACT 400
ebps P1.CATCCAGAACCAATCGAAGAC P2. AGTTACATCATCATGTTTATCTTTTG 188
eno P1.:ACGTGCAGCAGCTGACT P2.CAACAGCATCTTCAGTACCTTC 301
cna P1:AAAGCGTTGCCTAGTGGAGA P2. AGTGCCTTCCCAAACCTTTT 192
bbp P1:AACTACATCTAGTACTCAACAACAG P2: ATGTGCTTGAATAACACCATCATCT 574
fnbB P1.GTAACAGCTAATGGTCGAATTGATACT P2.CAAGTTCGATAGGAGTACTATGTTC 524
clfa P1. ATTGGCGTGGCTTCAGTGCT P2.CGTTTCTTCCGTAGTTGCATTTG 292
clfb P1:GCAGCATTTACTACCGGTTC P2.CTACAACAGAGCCAGCTTCA 301
seb P1:ATTCTATTAAGGACACTAAGTTAGGGA P2 ATCCCGTTTCATAAGGCGAGT 404
seh P1:.CAATCACATCATATGCGAAAGCAG P2.CATCTACCCAAACATTAGCACC 376
tsst P1. TTCACTATTTGTAAAAGTGTCAGACCCACT P2. TACTAATGAATTTTTTTATCGTAAGCCCTT 180
eta P1.:ACTGTAGGAGCTAGTGCATTTGT P2. TGGATACTTTTGTCTATCTTTTTCATCAAC 190
pol P1:ATCATTAGGTAAAATGTCTGGACATGATCCA P2:GCATCAASTGTATTGGATAGCAAAAGC 433
LukE-LukD P1.:TGAAAAAGGTTCAAAGTTGATACGAG P2. TGTATTCGATAGCAAAAGCAGTGCA 269
hla P1:.CTGATTACTATCCAAGAAATTCGATTG P2.CTTTCCAGCCTACTTTTTTATCAGT 209
hld P1:AAGAATTTTTATCTTAATTAAGGAAGGAGTG P2: TTAGTGAATTTGTTCACTGTGTCGA 111
YL SA B IORIEREL R O 76,3900, Bk 2,
) &g 2.3 FRAGEEDEHNERAAMARE K

2.1 MEBMHEL 201841 2020 412 A
U 4E SA 2 452 ¥k, 2 452 i) SA JEYL R AR
SRR A4 e B 1R ) 932 1], I W G JR e 504
il i i e e 172 4] H A S B Gy 844 {51,

2.2 ARBREEBEZGE RS 2452 ff) SA
T HRAE DL R 32 (68, 23 %0) , A [A] ke 25 T SA
M EE ANHE A DB v . N R PR AR %
SA SR B E W IR R A i IE B LR 2 R A
Gt X (3 P<<0. 001), APFRFER YL | 0F 0% i
e M ER YL E B LL<<60 X R E N E . AMRHR YL &
HAEBEHS R >2 JE Y H R 39.21%, PRIGHE

WA ARG B, WBC,NY% \PLT . CRP.IL-6 ¥ &
FIEHEE . ARG M B H 1 WBC.N.NY
PLT.PT /K¥ L%, 22 R A G it & L (¥ P<
0.05), 3% 3, A[AER YL 2 B % 1y CRP,PCT,
1L-6.D-D.FDP /K- Fo 82 . 22 7 A G it 2 38 (3
P<0.05), L% 4,

24 RRABEEBASAZEAALABR EHA ¥
2 452 fk SA ¥ BRES BE i AT 43 )2 il AE S A Al C— A
AN 80 MREAAE X 16 T AR 2F AT B ) R RLR I
Horf 38 Bf SA R THMRHER YR A, 9 Mok I8 T 171
TE R ARAS L 10 R R T i 3 SR YL AR A L 23 Aok 5
MIRGLpRA . 80 BREFHE LT EHETT L fa(100.00%6)
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Table 2 Clinical characteristics of patients with different types of SA infection

. Rk SRR G PR 3 ) e L 8 % A & G 2 =
(n=2 452) (n=932) (n=504) (n=172) (n=844)
5 138. 009 <0. 001
B 1673 587(35.09) 282(16. 85) 103(6. 16) 701(41.90)
7k 779 345(44.29) 222(28.50) 69(8. 86) 143(18. 35)
AR () 605. 388 <0. 001
<60 1 496 615(41.11) 338(22.59) 138(9. 23) 405(27.07)
=60 956 317(33. 16) 166(17. 36) 34(3.56) 439(45.92)
SRl
o 1M 550 200(36. 36) 124(22.55) 40(7.27) 186(33. 82) 2.015 0.569
DR 325 130(40. 00) 55(16.92) 30(9.23) 110(33. 85) 5. 453 0. 141
o I 5 95 298 103(34.56) 70(23. 49) 20€6.71) 105(35. 23) 2.592 0. 459
A% e i 1) >2 A 1260 494(39.21) 393(31.19) 120(9.52) 253(20. 08) 7. 960 0. 047
s 201. 615 <0. 001
G 1 980 858(43.33) 393(19. 85) 138(6. 97) 591(29. 86)
FIE 400 74(18.50) 56(14.00) 17(4.25) 253(63.25)
T 72 0€0. 00) 55(76.39) 17(23.61) 0¢0. 00)
F3 ARG T B ORGP R AE R AFIE (£ )
Table 3 Characteristics of infection-related indicators in patients with different types of infection(x £ s)
W T 1fp 3 K Yy 925k T R
B b it e s o F F
WBC( X 10°/L) 9.94 % 4, 44 12.00 £ 5. 04 12.19£5. 44 10. 96 * 4. 44 3.683 0.012
N(X10°/L) 6.36%3. 01 10.16 £ 4. 11 10. 82 + 4. 82 8.36 % 3. 86 17.109  <<0.001
N% 68. 46+ 14.05 80.58+ 14. 18 81.34+16. 19 72.67 £ 16.06 12.337 <0. 001
PLT( % 10°/L) 242,54+73.72 204. 20 £ 86. 63 150. 69 % 70. 01 279.74 £ 114. 40 19. 285 <0. 001
PT(s) 12.29 £ 1. 48 13.39+4.29 13.79 £ 4.06 12.22+1.89 3. 698 0.012
x4 RNEY IR B I YA AR AR FRAELM (Pos , Pys) ]
Table 4 Characteristics of infection-related indicators in patients with different types of infection (M [ Ps, P )
3. JRk Yu g T JRR L 25 Jak U A AR Y
w0 rason e oo K F
CRP(mg/L) 27.30(3.83,65.32)  69.60(26.60,130.75) 103.70(38.33,164.32) 37.45(13.22,85.00)  27.443 <<0.001
PCT(ng/mL) 0. 09€0. 05,0. 28) 0.28(0. 13,0. 94) 2.72(0.50,13.38) 0. 13(0. 07,0. 80) 36.772  <<0.001
IL-6(pg/mL) 23.49(10.89,71.63)  40.18(15.79,116.20) 157.70(39.69,953.75) 36. 14(18.00,120.35)  14.935 0. 002
FIB(g/L) 3.84(3.08,4.84) 4.12(3.18,4.97) 4.20(3.53,7.60) 4.07(3.24,4.96) 2.851 0. 415
D-D(pg/mL) 0.37(0. 18,0.980) 1.04(0.58,2.28) 1.00(0. 46,1.75) 0.38(0. 16,0. 80) 33.427  <<0.001
FDP(pg/mL) 2.90(1.37,8.27) 8.54(4.54,14.78) 10.20(5.76,15. 41) 3.93(1.29,5.93) 30.458  <<0.001
SAA(mg/L) 29.15(15.09,76.10) 124.60(75.05,157.78) - 99.00(44. 69,208.46)  5.376 0. 146

clfb(98. 75%) L sen (93, 75%) . coa (97. 50 %) . nuc 39 #5(48. 75%) ,eno FL P BHHE#E 69 #: (86. 25%) ,
(100. 00%) hla (100, 00 %) L hid (100. 00 %) FE A, ebps L PHPERE 12 Bk (15. 00%) o chp 55 B BH % £
sak SEPFR BHYERE 72 £ (90. 00%) , fnbB K& B BH % % 63 Bk (78. 75%) s cna F [ FH P bR 24 Bk (30. 00%)
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bbp F A AE TE T A0 BE Ik Gy F0 i it 8% e (3 3 4k,
3.75%0) seta SEPFALAE H AL #5747 (1 Bk 1. 2500) .
pol il seb 3 B BH M &K 230 2 23 B (28. 75%6) .26
PR (32.50%0) o tsst & PALAE SRR % G LI W% 3 Jek e
HHE AT (2 Bk . 2. 50%0) 5 seh FE A AE T M BHE G Al

ML SR (5 Bk .6, 25 %) . LukED P FEME#R 26 %
(32.50%) , HAEAMRHER G b i Kt 28 i T LA 3 Fif
YL, 2 A G B L (P<<0.05), WLk 5,
T 7 R H Uk DL 1

RS ONEEG A SA RS HER G B LU (0D ]

Table 5 Detection of SA virulence genes in different infection types (No. of isolates[ % ])

S 6 H R AR HNFH R G V- % 3 JR I3 i e A 2 70 R e p
(n=80) (n=38) (n=9) (n=10) (n=23)

clfa 80 38(47.50) 9(11. 25) 10(12.50) 23(28.75) - -
clfb 79 38(48.10) 9(11.39) 10(12. 66) 22(27.85) - -
fnbB 39 17(43.59) 3(7.69) 5(12.82) 14(35.90) 2. 460 0. 483
eno 69 34(49.28) 7(10.14) 8(11.59) 20(28.99) 1.217 0. 749
ebps 12 7(58.33) 1(8.33) 2(16.67) 2(16.67) 1. 369 0.713
scn 75 36(48.00) 8(10.67) 10(13.33) 21(28.00) 1.328 0.723
coa 78 37(47.44) 9(11.54) 10(12.82) 22(28.20) 0.812 0. 847
chp 63 31(49.21) 7C11.11) 5(7.94) 20(31.74) 6. 052 0. 109
sak 72 35(48.61) 9(12.50) 8(11.11) 20(27.78) 2.535 0. 469
nuc 80 38(47.50) 9(11. 25) 10(12.50) 23(28.75) - -
cna 24 13(54.17) 2(8.33) 5(20. 83) 4(16.67) 4.226 0.238
bbp 3 2(66.67) 0€0.00) 1(33.33) 0¢0.00) 2.570 0. 463
eta 1 0€0.00) 0¢0.00) 0C0.00) 1(100. 00) - -
pol 23 7(30. 44) 3(13.04) 5(21.74) 8(34.78) 4. 684 0. 196
seb 26 10(38. 46) 5(19.23) 3(11.54) 8(30.77) 2.926 0.403
tsst 2 1(50. 00) 1(50. 00) 0C0. 00) 0¢0. 00) 3.587 0.310
hla 80 38(47.50) 9(11.25) 10(12.50) 23(28.75) - -
hld 80 38(47.50) 9(11. 25) 10(12.50) 23(28.75) - -
seh 5 3(60. 00) 0C0.00) 2(40. 00) 0C0. 00) 5.535 0.137
LukED 26 17(65.39) 0€0.00) 4(15.38) 5(19.23) 8. 398 0.038

.~ KRR,

(b M

10

501

150

1 B HEE pol 7557 Y vk 1

Electrophoretic map of amplified product of puvl

Figure 1

virulence gene

2.5 FRF AP EA MRSA 5 MSSA & @t 25 oL

SRR e 28 0 B A MRSA YT 25 %R Kk £ 5
F MSSA, K[ Y SRR H K MRSA X} 5 %
RGCuMER AFERXNM R E T 72. 60%.
KRBT 8 R R 23 e i R 2 BT i 24 0 R
Mo IR MRSA X ¥R VD & 5 7 i i B ol e
R i} 25 245 s o 29 45, 8 94 s PRIl a3 MRSA Xif IR
REZR AR B VU B R AE S 1 it 24 58 55
AN 31, 71 %0 47,56 %0 .41, 46 %6 .20. 73 % 3 25 7 4
H it X (3 P<0.05), WLFE6,
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R 6 ANRBYPZEA H MRSA 5 MSSA X FH Bt 1 25 9 (0 i 25 3R (V0)
Table 6 Resistance rates of MRSA and MSSA causing different types of infection to commonly used antimicrobial agents ( %))
SRR IV Wl 3 Jo I 3 SHL A 2 75 Jeke
P2 MRSA  MSSA MRSA  MSSA MRSA  MSSA MRSA  MSSA X P
=109 (=823 (n=82) (n=422) (n=24) (n=148) (n=102) (n=742)
A I8 G 100. 00 0. 00 100. 00 0. 00 100. 00 0. 00 100. 00 0. 00 - -
HEEG 100.00  91.37 100.00  90.28 100.00  81.76 100.00  92.05 - -
AR+ 80.73  91.25 82.93  67.06 91.67  61.49 89.22  71.16 4.131 0.248
bk 75.23  70.96 72.60%  46. 68 73.90% 41,22 80.39  55.26 1.718 0.633
e 44.95  55.41 43.90 8.06 54.17 2.70 35.29 5.26 4,233 0.237
BRI 24,77 8. 14 40.24  11.37 45.83  11.49 21.57 6. 20 10. 080 0.018
N+ 18.35 9. 11 31.71 17.77 29.17  16.22 14. 71 11. 05 10. 083 0.018
T AU R 18.35  18.83 47.56  11.14 40.00%  10. 81 18. 63 5.26 27.536  <<0.001
PR 15. 60 8.51 41. 46 9.72 25. 00 8. 11 11.76 3.23 28.316  <<0.001
) 48 T 11.93  23.57 20.73 0.24 16.67 0. 20 4.90 0.27 10. 051 0.018
T % 0. 00 0. 00 0. 00 0. 00 0. 00 0. 00 0. 00 0. 00 - -
I 75 e e 0. 00 0.00 0. 00 0. 00 0. 00 0. 00 0. 00 0. 00 = =
AR T 0. 00 0. 00 0. 00 0. 00 0. 00 0. 00 0. 00 0. 00 - -
R LERE 14,68 5.95 19.51  29.62 45.83  24.32 16.67  19.27 10. 944 0.012

T x RN A A gL

3 itig

AWFTEH A ] R G R ALY SA L /B 3 HE
I3 A LB AE N F . Katoulis %5 R 5% & B, Ak e v
TR IS /BN 2 — by e T e IR B s AT T ] AR 58
i T MR X I Y 6 8 B R - B8 A IR B 1A
HE L SA E R ARG S T E AR, SR M. B
PERHEBCRAE I B MR 7 W 2, i SA & Hi
BT AT R SA . WS SR L SA K
Y bt AF I 3 K WM 3 0 17 Anderson %57 R B SA J&
RIEERBEDER . RO LI SA &Y B &
ZH60 % WEIRER S SA KREWAHXKILAH
(SRIEE

AT R I SPBHER G SA AL BE H £ >2
R LG AR5 v LR g WP R G JR 2 5 I G SRR SAL AR
BRI IEAE g FL OO LRI . ARWTSE 2 452 f
o e LA R T SA FE A 2 B A VRO e Bk
B4 S5 4 B KL A P 5 T VP IR O R e SA [ % &
B I FABZ - ik 2 v LI A 5 L 22 B0 S
R G B INR 97 ME BE L A8 AR B bt . [ A F 5
FHT LRI AR BE | o0 0 K B4 45 2 MIRSA L 1Y
FE I PR 2R PR b P I T JR e R i Y R SA HR A B

2

TR MRSA TR 25 3 LU B s 4 278 F0 20 B bR R MOZ BT 18 25 9 1) 25 B )

T MRSA JEY g XU 8 5 TG ASE R IER 5

MY SA B FH BRYL T H S 82 8 RIER
M WBC. NN PT,PLT % & YL 48 b5 & 1E 48
fbo. AWF5 KB, I &Y WBC, N, NX%, PT,
CRP.PCT.IL-6 il FDP /K ¥ F Hofh = B e
A, WFFEN W] PCT /K- BE 2 e ik 55 4F 8 0%
% 1 ™ R B KOV S SRR 9T AR s i D-DLFDP
KT I Rk e T g i W R AP I P
M (DIC) . B, B W 0 i % JE% e SA /B 11
CRP.PCT.IL-6,D-D #l FDP % J& 44 45 b5 , %f g% e
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